failure and attendant infertility, while type 2 manifests only eyelid and orbital involvement. While BPES is often associated with a dominantly inherited mutation in the forkhead transcription factor FOXL2 (3q23), we sought to capitalize on next generation whole exome sequencing to decipher the cause of BPES in a pedigree lacking a FOXL2 mutation.
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METHODS:
A male patient with BPES was identified at the Yale-New Haven Hospital. Following informed consent, clinical data and blood samples from both affected and unaffected family members were obtained. Genomic DNA was extracted from whole blood samples and subjected to exome capture followed by next generation sequencing. Sequence reads were mapped to the human reference genome. Variants with minor allele frequencies in reference databases were selected and annotated for impact on the encoded protein and for conservation of the reference base and amino acid residue among orthologs across phylogeny. Sanger sequencing was employed to verify candidate mutations. In addition, all FOXL2 exons were subjected to Sanger sequencing to verify sequence status.
RESULTS:
A four-generation BPES pedigree was identified demonstrating autosomal dominant inheritance. In affected individuals, next generation whole exome sequencing identified a common non-sense mutation in ZC3H13 (13q14.13), which was confirmed by Sanger sequencing. A cytosine to thymine (C>T) alteration resulted in the conversion of arginine 1513 to a premature stop codon (R1513X). The variant 13:46538114 C / T was not found in dbSNP with an ExAC allele frequency of 1.651e-05. The amino acid residue arginine 1513 is evolutionarily conserved from Neurospora crassa (red bread mold) to Homo sapiens. All FOXL2 exons lacked disease-causing alterations. Conclusions: ZC3H13 is a putative tumor suppressor gene encoding a zinc finger CCCH-type containing protein.
It localizes to nuclear speckles and is predicted to play a role in mRNA splicing and cell cycle progression. Our data suggest that ZC3H13 mutations represent an additional dominant subtype of BPES and point to a novel role for ZC3H13 in craniofacial development and disease pathogenesis. Top applicants from US medical schools compete for the few plastic surgery positions offered nationwide, making Plastic Surgery the most competitive specialty to match in. The specialty is even more competitive for international medical graduates (IMGs), with match rates being extremely low. In this study we aimed to identify the characteristics of the IMGs who successfully matched into a Plastic Surgery position.
METHODS:
An anonymous, 28-question survey was sent to all US Plastic Surgery training programs to be distributed to the IMGs currently enrolled or recently graduated from each program. Questions to evaluate academic achievements, clinical background, number of publications/grants, years of research completed before applying and board scores were included. NRMP and SF official match data was used to validate the pool of applicants for the Integrated and Independent tracks respectively.
RESULTS:
Response rates was 72% for IMGs matching into an integrated residency program (IMG-Int) and 18% for IMGs holding an independent position (IMG-Ind) within the last 7 years (2009) (2010) (2011) (2012) (2013) (2014) (2015) (2016) . Overall, 42% of IMGInt, had another degree other than MD (PhD, Masters or other). In addition, 28% had >15 publications at the time of application, 28% between 10-15 and 22% between 5-10. Furthermore, 41% had completed three years of research prior to applying. The majority (33%) had USMLE step 1 scores in the range of 231-240 and Step 2 scores in the range of 231-240 where the most common (35%). Of all matched IMG-Int, 27% had already completed a surgical residency in their home country (plastic surgery: 60%; general surgery: 40%). All successful applicants matched in one of their top three choices, with 71% matching in their top choice. In regards to IMG-Ind, only two (18%) had another degree other than MD (PhD and Masters). Only 9% had >15 publications at the time of application, with the majority (45%) having between 3-5. More than half had completed two years of research prior to applying (57%). The majority (45%) had USMLE Step 1 and
Step 2 scores in the range of 241-250. Only two (18%) had already completed a surgical residency in their home country (general surgery and obstetrics and gynecology). All applicants had completed a US general surgery-training program. All successful applicants matched in one of their top five choices, with 55% matching in their top choice. Overall, increasing Step 1 scores significantly correlated with any IMG candidate's probability to match to their number one choice (p=0.052).
CONCLUSIONS:
Our survey captures the profile of successful applicants matching into a plastic surgery training program. Matching into a Plastic Surgery residency as an IMG is an extremely competitive endeavor. Applicants who matched in an integrated program displayed more academic achievements with a higher number of research years, publications and grants awarded. Furthermore, 1/3 of them had completed a surgical residency in their home country. Conversely, applicants who matched in an independent program had a less academic-based background likely due to having completed a general surgery training in the US prior to applying to Plastic Surgery residency. 
A.A. Leto

